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QUATUOR - Confirmed virological failures
* Sanger sequencing
* * resistance associated mutations According to ANRS algorithm - http://www.hivfrenchresistance.org/index.html
S : susceptibility
NAmp : not amplified
R : resistance
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ARV regimen i Suspected VF Adequate RAM* to current RAM*to current Susceptibility ** to current Modification Modificati Virological

/Confirmed VF plasma drug treatment in treatment at treatment at failure of strategy on of outcome VL < 50
(c/mL) level PBMC at baseline failure treatment c/mL at last visit
TDF+FTC+RPV W12 VL=83 YES NO NO S YES YES
VLec=91
TDF+FTC+RPV W12  VL=713 YES NO RT:M184I, R to 3TC/FTC, RPV YES YES YES
VLc=69700 E138K, Y188L
TAF+FTC+EVG/c W24 VL=736 YES NO NO S YES YES YES
VLec=1710
TAF+FTC+EVG/c W36 VL=393 NO NO NO S YES YES YES
VLc=241
TDF+FTC+RPV W36 VL=69 NOT DONE NO RT: M184V, Rto 3TC/FTC, RPV YES YES YES
VLe=129 E138K, V179I,
H221Y
ABC+3TC+RAL W48  VL=331 YES NO RT: M1841; Rto ABC, 3TC/FTC, RAL  YES YES YES
VLc=230 INT: N155H
7D/7  TDF+FTC+RPV W36 VL=60 YES NO NO NAM NR NO YES
VLe=229 P
ABC+3TC+DTG W48 VL=432 YES NO (INT NAmp) NO S NR NO YES
VLe=372
TDF+FTC+RPV W48  VL=1502 NO NO NO S NR YES YES
VLc=963
ABC+3TC+RPV W48 VL=62 YES NO RT: K101E/K Rto RPV NR YES NO (52 ¢/mL)

VLc=105




